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REVIEWS

Erratum

In the September 1 issue of Drug Discovery Today (Vol. 10, No. 17), in the review entitled Interdisciplinary education at the biology–engineering–computer science

interface: a perspective, there were a number of errors, including the following:

• We only listed Dr Bruce Tidor as the corresponding author. Dr Brigitta Tadmor is also a corresponding author for this article and can be contacted at

tadmor@mit.edu 

• At the end of the first paragraph in the ‘Interdisciplinary graduate education’, we should have inserted the following:‘In a related effort, MIT is launching a

new undergraduate major in Biological Engineering.’

• All figures should have included the copyright line:‘CSBi@MIT’

• Figure 4(b) is courtesy of Michael D. Altman

• The correct acknowledgements for the article are below:
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